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<210> 1 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (1) , 



(597) 



<400> 1 

atg aag tea ggc etc tgg tat ttc ttt etc ttc £^ ttg cge att aaa 48 
Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys\Leu Arg lie Lys 
1 5 10 X 15 

gtt tta aca gga gaa ate aat ggt tet gcc aat tat gag\atg ttt ata 96 
Val Leu Thr Gly Glu lie Asn Gly Ser Ala Asn Tyr Glu ffet Phe lie 
20 25 

ttt cac aac gga ggt gta caa att tta tgc aaa tat cet gae Sktt gte 144 
Phe His Asn Gly Gly Val Gin lie Leu Cys Lys Tyr Pro Asp Ir^ Val 
35 40 45 

eag caa ttt aaa atg cag ttg etg aaa ggg ggg caa ata etc tgc ga^ 192 
Gin Gin Phe Lys Met Gin Leu Leu Lys Gly Gly Gin lie Leu Cys Asj 
50 55 60 

etc act aag aea aaa gga agt gga aac aca gtg tee att aag agt etg \ 240 
Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser lie Lys Ser Leu 
65 70 75 80 

aaa ttc tgc cat tet cag tta tec aac aac agt gtc tct ttt ttt eta 288^ 
Lys Phe Cys His Ser Gin Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 
85 90 95 



T 

ii 
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336 



384 



432 



480 



528 



576 



600 

Asp Val Thr Leu 
195 



tac 
Tyr 


aac 
Asn 


ttg 
Leu 


gac 
Asp 
100 


cat 
His 


tct 
Ser 


cat 
His 


gcc 
Ala 


aac 
Asn 
105 


tat 
Tyr 


tac 
Tyr 


ttc 
Phe 


tgc 
Cys 


aac 
Asn 
110 


eta 
Leu 


tea 
Ser 


att 
He 


ttt 
Phe 


gat 
Asp 
115 


cct 
Pro 


cct 
Pro 


cct 
Pro 


ttt 
Phe 


aaa 
Lys 
120 


gta 
Val 


act 
Thr 


ctt 
Leu 


aca gga gga 
Thr Gly Gly 
125 


tat 
Tyr 


ttg 
Leu 


cat 
His 


att 
He 
130 


tat gaa 
Tyr Glu 


tea 
Ser 


caa 
Gin 


ctt 
Leu 
135 


tgt 
Cys 


tgc 
Cys 


cag 
Gin 


ctg 
Leu 


aag 
Lys 
140 


ttc 
Phe 


tgg 
Trp 


tta 
Leu 


ccc 
Pro 


at a 
He 
145 


gga tgt gca 
Gly Cys Ala 


gcc 
Ala 


ttt 
Phe 
150 


gtt 
Val 


gta 
Val 


gtc 
Val 


tgc 
Cys 


att 
He 
155 


ttg 
Leu 


gga tgc 
Gly Cys 


at a 
He 


ctt 
Leu 
160 


att 
He 


tgt 
Cys 


tgg 
Trp 


ctt 
Leu 


aca 
Thr 
165 


aaa 
Lys 


aag 
Lys 


aag 
Lys 


tat 
Tyr 


tea 
Ser 
170 


tec 
Ser 


agt 
Ser 


gtg 
Val 


cac 
His 


gac 
Asp 
175 


cct 
Pro 


aac 
Asn 


ggt 
Gly 


gaa 
Glu 


tac 
Tyr 
180 


atg 
Met 


ttc 
Phe 


atg 
Met 


aga 
Arg 


gca 
Ala 
185 


gtg 
Val 


aac 
Asn 


aca 
Thr 


gcc 
Ala 


aaa 
Lys 
190 


aaa 
Lys 


tct 
Ser 


aga 
Arg 


etc 
Leu 


aca 
Thr 


gat 
Asp 


gtg 
Val 


acc 
Thr 


eta 
Leu 


taa 



















<210> 2 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Lys 


Ser 


Gly 


Leu 


Trp 


Tyr 


Phe 


Phe 


Leu 


Phe 


Cys 


Leu 


Arg 


He 


Lys 


1 






5 










10 










15 




Val 


Leu 


Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asn 


Tyr 


Glu 


Met 


Phe 


He 








20 








25 










30 






Phe 


His 


Asn 
35 


Gly 


Gly 


Val 


Gin 


He 
40 


Leu 


Cys 


Lys 


Tyr 


Pro 
45 


Asp 


He 


Val 


Gin 


Gin 


Phe 


Lys 


Met 


Gin 


Leu 


Leu 


Lys 


Gly 


Gly 


Gin 


He 


Leu 


Cys 


Asp 




50 








55 










60 










Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Thr 


Val 


Ser 


He 


Lys 


Ser 


Leu 


65 








70 










75 










80 


Lys 


Phe 


Cys 


His 


Ser 


Gin 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 






85 










90 










95 




Tyr 


Asn 


Leu 


Asp 


His 


Ser 


His 


Ala 


Asn 


Tyr 


Tyr 


Phe 


Cys 


Asn 


Leu 


Ser 






100 










105 










110 






He 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Lys 


Val 


Thr 


Leu 


Thr Gly Gly 


Tyr 


Leu 






115 










120 










125 








His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Phe 


Trp 


Leu 


Pro 




130 








135 










140 










He 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Cys 


He 


Leu Gly 


Cys 


He 


Leu 


145 






150 










155 










160 


He 


Cys 


Trp 


Leu 


Thr 
165 


Lys 


Lys 


Lys 


Tyr 


Ser 
170 


Ser 


Ser 


Val 


His 


Asp 
175 


Pro 


Asn 


Gly 


Glu 


Tyr 


Met 


Phe 


Met 


Arg 


Ala 


Val 


Asn 


Thr 


Ala 


Lys 


Lys 


Ser 






180 










185 










190 






Arg 


Leu 


Thr 


Asp 


Val 


Thr 


Leu 





















195 
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<210> 3 

<211> 2610 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ggactgttaa ctgtttctgg caaacatgaa gtcaggcctc tggtatttct ttctcttctg 60 

cttgcgcatt aaagttttaa caggagaaat caatggttct gccaattatg agatgtttat 120 

atttcacaac ggaggtgtac aaattttatg caaatatcct gacattgtcc agcaatttaa 180 

aatgcagttg ctgaaagggg ggcaaatact ctgcgatctc actaagacaa aaggaagtgg 240 

aaacacagtg tccattaaga gtctgaaatt ctgccattct cagttatcca acaacagtgt 300 

ctcttttttt ctatacaact tggaccattc tcatgccaac tattacttct gcaacctatc 360 

aatttttgat cctcctcctt ttaaagtaac tcttacagga ggatatttgc atatttatga 420 

atcacaactt tgttgccagc tgaagttctg gttacccata ggatgtgcag cctttgttgt 480 

agtctgcatt ttgggatgca tacttatttg ttggcttaca aaaaagaagt attcatccag 540 

tgtgcacgac cctaacggtg aatacatgtt catgagagca gtgaacacag ccaaaaaatc 600 

tagactcaca gatgtgaccc tataatatgg aactctggca cccaggcatg aagcacgttg 660 

gccagttttc ctcaacttga agtgcaagat tctcttattt ccgggaccac ggagagtctg 720 

acttaactac atacatcttc tgctggtgtt ttgttcaatc tggaagaatg actgtatcag 780 

tcaatgggga ttttaacaga ctgccttggt actgccgagt cctctcaaaa caaacaccct 840 

cttgcaacca gctttggaga aagcccagct cctgtgtgct cactgggagt ggaatccctg 900 

tctccacatc tgctcctagc agtgcatcag ccagtaaaac aaacacattt acaagaaaaa 960 

tgttttaaag atgccagggg tactgaatct gcaaagcaaa tgagcagcca aggaccagca 1020 

tctgtccgca tttcactatc atactacctc ttctttctgt agggrtgaga attcctcttt 1080 

taatcagtca agggagatgc ttcaaagctg grgctatttt atttctgaga tgttgatgtg 1140 

aactgtacat tagtacatac tcagtactct ccttcaattg ctgaacccca gttgaccatt 1200 

ttaccaagac tttagatgct ttcttgtgcc ctcaattttc tttttaaaaa tacttctaca 1260 

tgactgcttg acagcccaac agccactctc aatagagagc tatgtcttac attctttcct 1320 

ctgctgctca atagttttat atatctatgc atacatatat acacacatat gtatataaaa 1380 

ttcataatga atatatttgc ctatattctc cctacaagaa tatttttgct ccagaaagac 1440 

atgttctttt ctcaaattca gttaaaatgg tttactttgt tcaagttagt ggtaggaaac 1500 

attgcccgga attgaaagca aatttawwtt attatcctat tttctaccat tatctatgtt 1560 

ttcatggtgc tattaattac aagtttagtt ctttttgtag atcatattaa aattgcaaac 1620 

aaaatcatct ttaatgggcc agcattctca tggggtagag cagaatattc atttagcctg 1680 

aaagctgcag ttactatagg ttgctgtcag actataccca tggtgcctct gggcttgaca 1740 

ggtcaaaatg gtccccatca gcctggagca gccctccaga cctgggtgga attccagggt 1800 

tgagagactc ccctgagcca gaggccacta ggtattcttg ctcccagagg ctgaagtcac 1860 

cctgggaatc acagtggtct acctgcattc ataattccag gatctgtgaa gagcacatat 1920 

gtgtcagggc acaattccct ctcataaaaa ccacacagcc tggaaattgg ccctggccct 1980 

tcaagatagc cttctttaga atatgatttg gctagaaaga ttcttaaata tgtggaatat 2040 

gattattctt agctggaata ttttctctac ttcctgtctg catgcccaag gcttctgaag 2100 

cagccaatgt cgatgcaaca acatttgtaa ctttaggtaa actgggatta tgttgtagtt 2160 

taacattttg taactgtgtg cttatagttt acaagtgaga cccgatatgt cattatgcat 2220 

acttatatta tcttaagcat gtgtaatgct ggatgtgtac agtacagtac wtaacttgta 2280 

atttgaatct agtatggtgt tctgttttca gctgacttgg acaacctgac tggctttgca 2340 

caggtgttcc ctgagttgtt tgcaggtttc tgtgtgtggg gtggggtatg gggaggagaa 2400 

ccttcatggt ggcccacctg gcctggttgt ccaagctgtg cctcgacaca tcctcatccc 2460 

aagcatggga cacctcaaga tgaataataa ttcacaaaat ttctgtgaaa tcaaatccag 2520 

ttttaagagg agccacttat caaagagatt ttaacagtag taagaaggca aagaataaac 2580 

atttgatatt cagcaactga aaaaaaaaaa 2610 



<210> 4 
<211> 2072 
<212> DNA 

<213> Rattus rattus 

<220> 

<221> CDS 

<222> (35) . . . (634) 
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<400> 4 

ctggagggga agagtgcagc tgttcctggc agac atg aag ccc tac ttc teg tgc 

Met Lys Pro Tyr Phe Ser Cys 
1 5 



55 



gtc ttt gtc ttc tgc ttc eta ate aaa ctt tta aca gga gaa etc aat 
Val Phe Val Phe Cys Phe Leu He Lys Leu Leu Thr Gly Glu Leu Asn 
10 15 20 



103 



gac ttg gcc aat eac agg atg ttt teg ttt cae gat gga ggt gta cag 
Asp Leu Ala Asn His Arg Met Phe Ser Phe His Asp Gly Gly Val Gin 
25 30 35 



151 



att tet tgt aac tac ect gag act gtc cag cag tta aaa atg eag ttg 
He Ser Cys Asn Tyr Pro Glu Thr Val Gin Gin Leu Lys Met Gin Leu 
40 45 50 55 



199 



ttc aaa gac aga gaa gtc etc tgc gac etc ace aag ace aag gga age 
Phe Lys Asp Arg Glu Val Leu Cys Asp Leu Thr Lys Thr Lys Gly Ser 
60 65 70 



247 



gga aac ace gtg tec ate aag aat ecg atg tec tgt cca tat eag ctg 
Gly Asn Thr Val Ser He Lys Asn Pro Met Ser Cys Pro Tyr Gin Leu 
75 80 85 



295 



tec aac aac agt gtc tet ttt ttc eta gac aac gea gac age tee eag 
Ser Asn Asn Ser Val Ser Phe Phe Leu Asp Asn Ala Asp Ser Ser Gin 
90 95 100 



343 



ggc age tac ttt tta tgc age etg teg att ttc gac cca ccc ect ttt 
Gly Ser Tyr Phe Leu Cys Ser Leu Ser He Phe Asp Pro Pro Pro Phe 
105 110 115 



391 



caa gaa aag aac ctt agt gga gga tat ttg ctt att tat gaa tec cag 
Gin Glu Lys Asn Leu Ser Gly Gly Tyr Leu Leu He Tyr Glu Ser Gin 
120 125 130 135 



439 



ctt tgt tgc cag ctg aag ctt tgg tta ccc gta ggg tgt gea get ttt 
Leu Cys Cys Gin Leu Lys Leu Trp Leu Pro Val Gly Cys Ala Ala Phe 
140 145 150 



487 



gtg gea gcg etc ctt ttt gga tgc ata ttt ate gtc tgg ttt gea aaa 
Val Ala Ala Leu Leu Phe Gly Cys He Phe He Val Trp Phe Ala Lys 
155 160 165 



535 



aag aag tac aga tec agt gtg cae gac ect aat age gag tac atg ttc 
Lys Lys Tyr Arg Ser Ser Val His Asp Pro Asn Ser Glu Tyr Met Phe 
170 175 180 



583 



atg gcg gea gtc aac aea aac aaa aag tec aga ctt gea ggt atg ace 
Met Ala Ala Val Asn Thr Asn Lys Lys Ser Arg Leu Ala Gly Met Thr 
185 190 195 



631 



tea taatctggaa cacgggaace catggaggaa ctacactgtc tagttceect 

Ser 

200 



684 



gaaacttgaa 
tactgatace 
ttteagcaga 
aeeeggctea 
ectgcttcta 



tggagaaagt 
tecttttggk 
ctgcectggg 
tatgtattca 
getatgeace 



ettctatttt 
gttttgtttg 
tttgetgagt 
acaaacagac 
ggeeagcaag 



ctggaccaca 
tctggatcag 
cettttaagg 
cteaetggga 
acaaacatat 



gggeatctga 
tgaetateag 
caaacecett 
tacaatccce 
cteeagcatt 



ettgattaac 
teactcggaa 
ettatagaag 
tctttetgcg 
tttaeaaaaa 



744 
804 
864 
924 
984 
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tgccagggta 
tttcagattc 
gagatgcttc 
accaccatgt 
cctgcttttg 
cagccactct 
aattagtaga 
atctaaattc 
aatcaaaagc 
tgctattact 
gagcaaccct 
ccgaaaactg 
gacaggttga 
aagttaggag 
raattacaga 
gccctggcac 
gtaaacagcc 
taagacttct 
aaaaaaaa 



tgaatctgta 
tatttttttc 
acaacagaag 
tctctaacaa 
ccttcaagtc 
gaataggaag 
tatgattttc 
agttaatatg 
aaattaattt 
cacaagttta 
cggttaatgg 
cagtttctgt 
aatagycccc 
ggccatggag 
ggggccaaga 
tttaagatag 
tatkgttgct 
agagcagcca 



aagtacacag 
catagagatc 
ctcttatgtt 
cttctatatt 
tccccttaaa 
tttggtctac 
ccatattctc 
gtttactgtg 
tgcggtggtg 
gctatttttt 
gcaaacattc 
gggtggctgc 
atgascstgg 
cctgggacag 
cagagttccc 
ccttctttag 
cggagctgga 
acgtatatgc 



gcagccattg 
agcattcctt 
tctgagatgt 
ccagctgatc 
gatactccca 
aatttccccc 
cctgccaaag 
ttgatattag 
tttttctacc 
tatgcatcat 
tcctggggta 
cagactacag 
aacagwactc 
gctgctgctt 
tcccctagaa 
aacatgagtt 
ccattttctc 
aacattaaag 



accaccgtct 
ctagaatcag 
tgatgaattc 
actgcttcag 
caggtctact 
ctctgctgct 
taattttttc 
tggcagtaaa 
attatcttgg 
attaaagttg 
gaatgaattg 
ccgtgctttg 
cagactgtgc 
tggtctttag 
actgtgcagc 
agttggtagt 
cacttccctg 
aaaaaaaaaa 



gtcctcgttt 
acagtagagg 
atgctttagt 
ggcttagatg 
tggtggcctg 
caaaaaaaaa 
cagcaaagac 
catttctcag 
gtttccatgg 
caagcaagca 
tctatttagc 
ctctggcttt 
tggagtccca 
gatctaggaa 
ctggaagtca 
attctgacgt 
tctgcatgcc 
aaaaaaaaaa 



1044 
1104 
1164 
1224 
1284 
1344 
1404 
1464 
1524 
1584 
1644 
1704 
1764 
1824 
1884 
1944 
2004 
2064 
2072 



<210> 5 
<211> 603 
<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . . (600) 

<400> 5 

atg aag ccg tac ttc tgc cat gtc ttt gtc ttc tgc ttc eta ate aga 48 
Met Lys Pro Tyr Phe Cys His Val Phe Val Phe Cys Phe Leu lie Arg 
15 10 15 

ctt tta aca gga gaa ate aat gge teg gee gat eat agg atg ttt tea 96 
Leu Leu Thr Gly Glu lie Asn Gly Ser Ala Asp His Arg Met Phe Ser 
20 25 30 

ttt cae aat gga ggt gta cag att tet tgt aaa tae ect gag aet gte 144 
Phe His Asn Gly Gly Val Gin lie Ser Cys Lys Tyr Pro Glu Thr Val 
35 40 45 

cag eag tta aaa atg cga ttg ttc aga gag aga gaa gte etc tgc gaa 192 
Gin Gin Leu Lys Met Arg Leu Phe Arg Glu Arg Glu Val Leu Cys Glu 
50 55 60 

etc ace aag ace aag gga age gga aat geg gtg tee ate aag aat cca 240 
Leu Thr Lys Thr Lys Gly Ser Gly Asn Ala Val Ser lie Lys Asn Pro 
65 70 75 80 

atg etc tgt eta tat cat etg tea aac aac age gte tet ttt ttc eta 288 
Met Leu Cys Leu Tyr His Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 
85 90 95 

aac aac eea gae age tee cag gga age tat tac ttc tgc age etg tee 336 
Asn Asn Pro Asp Ser Ser Gin Gly Ser Tyr Tyr Phe Cys Ser Leu Ser 
100 105 110 

att ttt gae cca ect cct ttt caa gaa agg aac ctt agt gga gga tat 384 
lie Phe Asp Pro Pro Pro Phe Gin Glu Arg Asn Leu Ser Gly Gly Tyr 
115 120 125 
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ttg cat att tat gaa tec cag etc tgc tgc cag ctg aag etc tgg eta 432 
Leu His lie Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Leu Trp Leu 
130 135 140 

ecc gta ggg ttg cca get ttc gtt gtg gta etc ett ttt gga tgc ata 480 
Pro Val Gly Leu Pro Ala Phe Val Val Val Leu Leu Phe Gly Cys lie 
145 150 155 160 

ctt ate ate tgg ttt tea aaa aag aaa tac gga tec agt gtg cat gac 528 
Leu lie lie Trp Phe Ser Lys Lys Lys Tyr Gly Ser Ser Val His Asp 
165 170 175 

ect aat agt gaa tac atg ttc atg geg gea gte aac aca aac aaa aag 576 
Pro Asn Ser Glu Tyr Met Phe Met Ala Ala Val Asn Thr Asn Lys Lys 
180 185 190 

tet aga ett gea ggt gtg ace tea taa 603 
Ser Arg Leu Ala Gly Val Thr Ser 
195 200 

<210> 6 
<211> 836 
<212> DNA 

<213> Rattus rattus 

<220> 

<221> CDS 

<222> (35)... (682) 

<400> 6 

ctggagggga agagtgcagc tgttcctggc agae atg aag ecc tac ttc teg tgc 55 

Met Lys Pro Tyr Phe Ser Cys 
1 5 

gte ttt gte ttc tgc ttc eta ate aaa ett tta aca gga gaa etc aat 103 
Val Phe Val Phe Cys Phe Leu lie Lys Leu Leu Thr Gly Glu Leu Asn 
10 15 20 

gac ttg gee aat cac agg atg ttt teg ttt cac gat gga ggt gta cag 151 
Asp Leu Ala Asn His Arg Met Phe Ser Phe His Asp Gly Gly Val Gin 
25 30 35 

att tet tgt aac tac ect gag act gte cag cag tta aaa atg cag ttg 199 
lie Ser Cys Asn Tyr Pro Glu Thr Val Gin Gin Leu Lys Met Gin Leu 
40 45 50 55 

ttc aaa gac aga gaa gte etc tgc gac etc ace aag ace aag gga age 247 
Phe Lys Asp Arg Glu Val Leu Cys Asp Leu Thr Lys Thr Lys Gly Ser 
60 65 70 

gga aac ace gtg tec ate aag aat eeg atg tee tgt cca tat cag ctg 295 
Gly Asn Thr Val Ser lie Lys Asn Pro Met Ser Cys Pro Tyr Gin Leu 
75 80 85 

tec aac aac agt gte tet ttt ttc eta gac aac gea gac age tee cag 343 
Ser Asn Asn Ser Val Ser Phe Phe Leu Asp Asn Ala Asp Ser Ser Gin 
90 95 100 

ggc age tac ttt tta tgc age ctg teg att ttc gac cca ecc ect ttt 391 
Gly Ser Tyr Phe Leu Cys Ser Leu Ser lie Phe Asp Pro Pro Pro Phe 
105 110 115 



7/10 

caa gaa aag aac ctt agt gga gga tat ttg ctt att tat gaa tec cag 439 
Gin Glu Lys Asn Leu Ser Gly Gly Tyr Leu Leu lie Tyr Glu Ser Gin 
120 125 130 135 

ctt tgt tgc cag ctg aag ctt tgg tta ccc gta ggg tgt gca get ttt 487 
Leu Cys Cys Gin Leu Lys Leu Trp Leu Pro Val Gly Cys Ala Ala Phe 
140 145 150 

gtg gca gcg etc ctt ttt gga tgc ata ttt ate gte tgg ttt gca aaa 535 
Val Ala Ala Leu Leu Phe Gly Cys lie Phe lie Val Trp Phe Ala Lys 
155 160 165 

aag aag tac aga tec agt gtg cac gac cet aat age gag tae atg ttc 583 
Lys Lys Tyr Arg Ser Ser Val His Asp Pro Asn Ser Glu Tyr Met Phe 
170 175 180 

atg gcg gca gte aac aca aac aaa aag tec aga ctt gca ggt aca gca 631 
Met Ala Ala Val Asn Thr Asn Lys Lys Ser Arg Leu Ala Gly Thr Ala 
185 190 195 

ccc ctt agg get ttg ggg aga gga gaa cac tct tea tgt caa gac egg 679 
Pro Leu Arg Ala Leu Gly Arg Gly Glu His Ser Ser Cys Gin Asp Arg 
200 205 210 215 

aat taatttgttt atttctattt taaaagaaag acatttttte ccctaaagat 732 
Asn 

aatttttgta tttttatgtg aaagtctgaa tettcatttt aactcgaett atataetctg 792 

tggtatatta aaaataatgt ttgtgaaaaa aaaaaaaaaa aaaa 836 



<210> 7 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetically generated primer bind 
<400> 7 

ctgetcgaga tgaagcecta ettcteg 

<210> 8 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetically generated primer bind 



<400> 8 

acectaeggg taaeggatec ttcagctgge aa 

<210> 9 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



32 



<220> 

<223> synthetically generated primer bind 
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<400> 9 

taactgtttc tcgagaacat gaagtcaggc 30 

<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetically generated primer bind 
<400> 10 

atcctatggg taacggatcc ttcagctggc 30 

<210> 11 
<211> 35 
<212> DNA 
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